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Martinez et al. Figure 3 
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Martinez et al. Figure 14 

>eIF2Cl, predicted protein sequence 
MEAGPSGA^GAYLPPLQQVFQAPRRPGIGTVGKPIKLI^ 

KC PRRVNREVVE YMVQHFKPQ I FGDRKPVYDGKKNIYTVTAXi P I GNERVDFEVT I PGEGKDR 
I FKVS I KWLAI VS WRMLHEALVSGQ I PVPLE SVQALDVAMRHLASMRYT PVGRSFF S P PEGY 
YHPLGGGREVWFGFHQ SVRPAMWKMMIiN^ 

TDSQRVRFTKE I KGLKVEVTHCGQMKRKYRVCNVTRRPASHQTF PLQLE SGQTVEC TVAQYF 

KQKYNLQLKYPHLPCLQVGQEQKHTYLPLEVCNIVAGQRCIKKLTDNQTSTMIKAT 

RQEEISRLMKNASYNLDPYIQEFGIKVKDDMTEVTGRVLPAPILQYGGR 

MRGKQF YNGI E I KVWAI ACFAPQKQCREEVLKNFTDQLRKI SKDAGMP I QGQPCFCKYAQGA 

DSVEPMFRIGjKNTYSGLQLIIVILPGKTPVYAE^ 

SNLCLKINVKLGGINNILVPHQRSAVFQQPVIFLGAD^ 

SRYCAOVRVQRPRQEIIEDLSYMVRELLIQFYKSTRFKPTRIIFYRDGVPEGQLPQILHYEL 
LAIRDACIKLEKI)YQPGITYIWQKRHHTR^ 

DFYLCSHAGIQGTSRPSHYYVIiWDDNRFTADELQILTYQLCHTYVRCTRSVSIPAPAYYA 
VAFRARYHLVDKEHDSGEGSHISGQSNGRDPQALAI!^ 

>eIF2C2, predicted protein sequence 
MGVLSAIPALAPPAPPPPIQGYAFKPPPRPDFGTSGRTIKIjQ 

KPEKC PRRVNRE I VEHMVQHFKTQ I FGDRKPVFDGRKNLYTAMPL P I GRDKVELEVTL PGEG 
KDRI FKVS I KWS CVS LQALHDAL SGRLP SV 

EGC SNPLGGGREVWFGFHQSVRPSLWKMMLNIDVS ATAF YKAQ PVI EFVC EVLDFKS I EEQQ 
KPLTDSQRVKFTKEIKGLKVEITHCGQMKRKYRVCNVTRRPASHQTFPLQQESGQTVECTVA 
Q YF KDRHKLVLRY PHL PCLQ VGQEQKHT YL PLEVCNIVAGQRC I KKLTDNQT S TMI RATARS 
APDRQE E I SKLiMRS AS FNTD P YVRE F G IMVKDEMTDVTGRVTjQ P P S I L YGGRNKA I AT PVQG 
VWDMRITCQFHTGIEIKWAIACFAPQRQCTEr^^ 

QGADSVE PMF RKLKNTYAGLQLVWI LPGKTPVYAEVKRVGDTVLGMATQCV QMKNVQRTTP 

QTLSNLCLKINVKXGGVNNILLPQGRPPWQQPVIFLGADWHPPAGDG^ 

AHPNRYCATVRVQQHRQEIIQDlliAAlWRELLIQFYKSTRFKPTRIIFYRDGVSEGQFQQVXiH 

HELIJVIREACIKLEKDYQPGITFIWQKRHHTRLFCTDKNERVGKSGNIPAGTTVDTKITHP 

TEFDFYLCSHAGIQGTSRPSHYHVLWDDimFSSDELQILTYQLCHTYVRGTRSVSIPAPAYY 

AHLVAF RARYHLVDKEHDSAEG SHT SGQSNGRDHQALAKAVQVHQDTLRTMYF A 

c 

>eIF2C3, predicted protein sequence 

SRSRVPVPGPGAAAAPC PAPAS PRRHPSANIPEIKRYAAAAAAAAGPGAGGAGDRGEAAPAA 
AMEALGPGPPASLFQPPRRPGLGWGKPIRLLANHFQVQIPKIDVYHYDVDIKPEKRPRR 
REWDTMVRHF KMQ I F GDRQ PGYDGKRNMYTAH PL P I GRDRVDMEVTL PGEGKDQT FKVSV Q 
WVSVVSLQLLLEALAGHLNEVPDDSVQALDVITRHIjPSMRYTPVGRSFFSPPEGYYHPLGGG 
REVWFGFHQSVRPAMWNMMLNIDVS ATAF YRAQ P 1 1 EFMC EVLDI QNINEQTKPLTDS QRVK 
FTKEIRGLKVEWHCGQMKRKYRVCNVTRRPASH 

LKYPHLPCLQVGQEQKHTYLPLEVCNIVAGQRCIKKLTDNQTSTMIKATARSAPDRQEEISR 
LVKSNSMVGGPDPYLKEFGIVVHNEiyrrELTGRVLPAPMLQYGGRN^ 

FYAGIEIKVWAVACFAPQKQCREDLLKSFTDQLRKI SKDAGMP I QGQPCFCKYAQGADSVEP 

MFKHLKMTYVGLQLIVVILPGKTPVYAEVKRVGDTLLGMATQCVQVKN^ 

KINAKLGGINIXrVLVPHQRPSVFQQPVIFLGADV 

TVRVQTSRQEISQELLYSQEVIQDLTNMVRELLIQFYKSTRFKPTRIIYYRGGVSEGQMKQV 
AWPELIAIRKACISLEEDYRPGITYIVVQKRHHTRLFCADKTERVGKSGNVPAGTTVDSTIT 
HPSEFDFYLCSHAGIQGTSRPSHYQVLWDDNCFTADELQLLTYQLCHTYVRCTRSVSIPAPA 
YYARLVAFRARYHLiVDKDHD S AEG SHVSGQ SNGRD PQALAKAVQ I HHDT QHTMYF A 
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>eIF2C4 / predicted protein sequence 
AG PAGAQ PLLMVPRRPGYGTMGKP I KIJjANC FQ 

DSMVQHFKVTIFGDRRPVYDGKRSLYTANPLPVATTGVDLDVTLPGEGGKDR 
RVSWHLl^EVLTGRTLPEPLELD^ 
PLGGGREVWFGFHQSVRPAMWKMMLNIDVSAT^ 
SHRVKFTKEIKGLKVEWHCGTMRRKYRVCNVT 

KYTLQLKYPHLPCLQVGQEQKHTYLPLEVCNIVAGQRCIKKXjTDNQTSTMIKATARSAPDRQ 
EEISRLVRSANYETDPFVQEFQFKVRDEMAHVTGRVL^ 

GKQFHTC^IKMWAIACFATQRQCREEILKGFTDQLRKISKDAGMPIQGQPCFCKYAQGADS 
VEPMFRHLKNTYSGLQLI WILPGKTPVYAEVKR^ 

LCLKINVKIjGGII^ILVPHQRPSVFQQPVIFLGADVTHPPAGDGKKPSIAAW 
YCATVRVQRPRQEI IQDLASMVRELLIQFYKSTRFKPTRI IFYRDGVSEGQFRQVLYYELLA 
IREACISLEKDYQPGITYIWQKRHHTRLFCADRTERVGRSGNIPAGTTVDTDITHPYEFDF 
YLC SHAGI QGT SRPSHYHVLWDDNCFTADELQLLTYQLCHTYVRCTRSV S I PAPAYYAHLVA 
F RARYHLVDKEHD S AE GSHVS GQSNGRDPQ ALAKAVQ I HQDTLRTMYF A 

>HILI, predicted protein sequence 

I SSGDAGSTFMERGVKl^QDFMDLS ICTREKLAHVRNCKTGSSGIPVKLVTNLFNXjDFPQDW 

QLYQYHWYIPDI^SRRLRIALIiYSHSELSNKAKAFDGAILFLSQKLEEKVTELSS 

TIKMTITLKRELPSSSPVCIQWNIIFRKILKKLSMYQIGRNFYNPSEPMEIPQHKL 

FAISVSYFERKLLFSADVSYKVLRNETVLEFMT^ 

NRTYSIDDIDWSWPTHTFQKRDGTEITYVD^^ 

AQLAHL I PELCFIiTGLTDQATSDFQLMKAVAEKTRLS P SGRQQRLARLVDNI QRNTNARFEL 
ETWGLHFGSQISLTGRIVPSEKILMQDHICQPVSAAD^ 

RTEYVAESFLNCLRRVAGSMGFNVMCILPSNQKTYYDSIKKYLSSDCPVPSQCVIiARTLNK^ 
GMMMS I ATKIAMQMTCKLGGELWAVE I PLKSI^VVGIDVCKDAL SKDVMVVGCVASVNPRI T 
RWF S RC I LQRTMTDVADC LKVTMTGALNKWYKYNHDL PARI I VYRAGV GDGQLKTL I EYEVP 
QLLS SVAES S SNTS SRLSVI WRKKCMPRF FTEMNRTVQNP PLGTWDS EATRNEWQ YDF YL 
ISQVACRGTVSPTYYNVIYDDNGLKPDHMQRIjTFKLCH^ 
VAQSIHKEPSLELANHLFYL 

>HIWI, predicted protein sequence 

MTGRARARARGRARGQETAQLVGSTASQQPGYIQPRPQPPPAEGELFGRGRQRGTAGGTAKS 
QGLQI SAGFQELSLAERGGRRRDFHDLGVNTRQN^ 
PQWALYQYHIDYNPLMEARRLRSALIiFQHEDLIG 
NGEDVRITITLTNELPPTSPTCLQFYNIIFRR^ 

WPGFTTSILQYENSIMLCTDVSHKVLRSETVLDFMFNFYHQTEEHKFQEQVSKELIGL 
KYNNKT YRVDD IDWDQNPKSTFKKADGSEVSFLE YYRKQ YNQE I TDLKQ PVLVSQPKRRRGP 
GGTLPGPAMLIPELCYLTGLTDKMRITOFNVMKDLAVHTRLTPEQRQREVGRL 
QRELI^WGLSFDSNLLSFSGRILQTEKIHQGGKTFDYNPQFADWSKETRGAPLISVKPLDNW 
LLI YTRRNYEAANSLI QNLFKVT PAMGMQMRKAIMI EVDDRTEAYLRVLQQKVTADTQ IWC 
LLS SNRKDKYDAI KKYLCTDC PTP SQCWARTLX5KQQTVMAIATKIALQ3XENCKMGGELWRVD 
IPLKLVMIVGIDCYHDMTAGRRSIAGWASINEGMTRWFSRCIFQDRGQELVDGLKVCLQAA 
LRAWNSCNEYMPSRI IVYRDGVGDGQLKTLVNYEVPQFLDCLKSIGRGYNPRLTVIVVKKRV 
NTRFFAQSGGRIiQNPLPGTVI DVEVTRPEWYDFF I VSQAVRSGSVS PTHYNVI YDNSGLKPD 
HIQRLTYKLCHIYYNWPGVIRVPAPCQYAHKLAFLVGQSIHREPNLSLSNRL 
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Martinez et ah Figure 16 

>eIF2Cl / cDNA sequence of predicted ORF 

ATGGAAGCGGGACCCTCGGGAGCAGCTGCGGGCGCTTACCTGCCCCCCCTGCAGCAGGTGTT 

CCAGGCACCTCGCCGGCCTGGCATTGGGACTGTGGGGAAACCAATCAAGCTCCTGGCCAATT 

ACTTTGAGGTGGACATCCCTAAGATCGAC GTGTACCACTACGAGGTGGACATC AAGC C GGAT 

AAGTGTCCCCGTAGAGTCAACCGGGAAGTGGTGGAATACATGGTCCAGCATTTCAAGCCTCA 

GATCTTTGGTGATCGCAAGCCTGTGTATGATGGAAAGAAGAACATTTACACTGTCACAGCAC 

TGCCCATTGGCAACGAACGGGTCGACTTTGAGGTGACAATCCCTGGGGAAGGGAAGGATCGA 

ATCTTTAAGGTCTC CATCAAGTGGC TAGCC ATTGTGAGCTGGCGAATGC TGCATGAGGCC C T 

GGTCAGCGGCCAGATCCCTGTTCCCTTGGAGTCTGTGCAAGCCCTGGATGTGGCCATGAGGC 

ACCTGGCATCCATGAGGTACACCCCTGTGGGCCGCTCCTTCTTCTCACCGCCTGAGGGCTAC 

TACCACCCGCTGGGGGGTGGGCGCGAGGTCTGGTTCGGCTTTCACCAGTCTGTGCGCCCTGC 

C ATGTGGAAGATGATGCTC AACATTGATGTCTCAGCCACTGC C TTTTATAAGGC AC AGCC AG 

TGATTGAGTTCATGTGTGAGGTGCTGGACATCAGGAACATAGATGAGCAGCCCAAGCCCCTC 

ACGGACTCTCAGCGCGTTCGCTTCACCAAGGAGATCAAGGGCCTGAAGGTGGAAGTCACCCA 

C TGTGGACAGATGAAGAGGAAGTAC CGCGTGTGTAATGTTAC CCGTC GCCCTGC TAGC CATC 

AGAC ATTC CCC TTACAGCTGGAGAGTGGAG AGACTGTGGAGTGC ACAGTGGCACAGT ATTTC 

AAGCAGAAATATAACCTTCAGCTCAAGTATCCCCATCTGCCCTGCCTACAAGTTGGCCAGGA 

ACAAAAGCATACCTACCTTCCCCTAGAGGTCTGTAACATTGTGGCTGGGCAGCGCTGTATTA 

AAAAGCTGACCGACAACCAGACCTCGACCATGATAAAGGCCACAGCTAGATCCGCTCCAGAC 

AGAC AGGAGGAGATCAGTCGCCTGATGAAGAATGC CAGC TACAAC TTAGATC CCTACATCC A 

GGAATTTGGGATCAAAGTGAAGGATGACATGACGGAGGTGACAGGGCGAGTGCTGCCGGCGC 

CCATCTTGCAGTACGGCGGCCGGAACCGGGCCATTGCCACACCCAATCAGGGTGTCTGGGAC 

ATGCGGGGGAAACAGTTCTACAATGGGATTGAGATCAAAGTCTGGGCCATCGCCTGCTTCGC 

ACCCCAAAAACAGTGTCGAGAAGAGGTGCTCAAGAACTTCACAGACCAGCTGCGGAAGATTT 

CCAAGGATGCGGGGATGCCTATCCAGGGTCAACCTTGTTTCTGCAAATATGCACAGGGGGCA 

GACAGCGTGGAGCCTATGTTCCGGCATCTCAAGAACACCTACTCAGGGCTGCAGCTCATTAT 

TGTCATCCTGCCAGGGAAGACGCCGGTGTATGCTGAGGTGAAACGTGTCGGAGATACACTCT 

TGGGAATGGCTACGCAGTGTGTGCAGGTGAAGAACGTGGTCAAGACCTCACCTCAGACTCTG 

TCCAACCTCTGCCTCAAGATCAATGTCAAACTTGGTGGCATTAACAACATCCTAGTCCCACA 

CCAGCGCTCTGCCGTTTTTCAACAGCCAGTGATATTCCTGGGAGCAGATGTTACACACCCCC 

C AGCAGGGGATGGGAAAAAACC TTC TATCACAGCAGTGGTAGGC AGTATGGATGCCC ACC CC 

AGCC GATACTGTGC TACTGTGC GGGTACAGCGAC CACGGCAAGAGATC ATTGAAGACTTGTC 

CTACATGGTGCGTGAGCTCCTCATCCAATTCTACAAGTCCACCCGTTTCAAGCCTACCCGCA 

TC ATCTTCTAC C G AGATGGGGTGCC TGAAGGCC AGCTACCC C AG ATACTCCAC TATGAGC TA 

CTGGCCATTCGTGATGCCTGCATCAAACTGGAAAAGGACTACCAGCCTGGGATCACTTATAT 

TGTGGTGCAGAAACGCCATCACACCCGCCTTTTCTGTGCTGACAAGAATGAGCGAATTGGGA 

AGAGTGGTAACATCCCAGCTGGGACCACAGTGGACACCAACATCACCCACCCATTTGAGTTT 

GACTTCTATCTGTGCAGCCACGCAGGCATCCAGGGCACCAGCCGACCATCCCATTACTATGT 

TCTTTGGGATGACAACCGTTTCACAGCAGATGAGCTCCAGATCCTGACGTACCAGCTGTGCC 

ACACTTACGTACGATGCACACGCTCTGTCTCTATCCCAGCACCTGCCTACTATGCCCGCCTG 

GTGGCTTTCCGGGCACGATACCACCTGGTGGACAAGGAGCATGACAGTGGAGAGGGGAGCCA 

CATATCGGGGCAGAGCAATGGGCGGGACCCCCAGGCCCTGGCCAAAGCCGTGCAGGTTCACC 

AGGATACTCTGCGCACCATGTACTTCGCT 
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>eIF2C2, cDNA secjuence of predicted ORF 

ATGGGTGTTCTCTCTGCCATTCCCGCACTTGCACCTCCTGCGCCGCCGCCCCCCATCCAAGG 

ATATGCCTTCAAGCCTCCACCTAGACCCGACTTTGGGACCTCCGGGAGAACAATCAAATTAC 

AGGCCAATTTCTTC GAAATGGACATC C C CAAAATTGACATCTATC ATTATGAATTGGATATC 

AAGCC AGAGAAGTGCC C GAGGAGAGTTAAC AGGGAAATCGTGGAACACATGGTC C AGC AC TT 

TAAAACACAGATCTTTGGGGATCGGAAGCCCGTGTTTGACGGCAGGAAGAATCTATACACAG 

CCATGCCCCTTCCGATTGGGAGGGACAAGGTGGAGCTGGAGGTCACGCTGCCAGGAGAAGGC 

AAGGATCGCATCTTCAAGGTGTCCATCAAGTGGGTGTCCTGCGTGAGCTTGCAGGCGTTACA 

CGATGCACTTTCAGGGCGGCTGCCCAGCGTCCCTTTTGAGACGATCCAGGCCCTGGACGTGG 

TCATGAGGCACTTGCCATCCATGAGGTACACCCCCGTGGGCCGCTCCTTCTTCACCGCGTCC 

GAAGGCTGCTCTAACCCTCTTGGCGGGGGCCGAGAAGTGTGGTTTGGCTTCCATCAGTCCGT 

CCGGCCTTCTCTCTGGAAAATGATGCTGAATATTGATGTGTCAGCAACAGCGTTTTACAAGG 

CACAGCCAGTAATCGAGTTTGTTTGTGAAGTTTTGGATTTTAAAAGTATTGAAGAACAACAA 

AAAC C TC TGAC AGATTCCC AAAGGGTAAAGTTTAC CAAAGAAATTAAAGGTC TAAAGGTGGA 

GATAACGCACTGTGGGCAGATGAAGAGGAAGTACCGTGTCTGCAATGTGACCCGGCGGCCCG 

CCAGTCACCAAACATTCCCGCTGCAGCAGGAGAGCGGGCAGACGGTGGAGTGCACGGTGGCC 

C AGTATTTC AAGGAC AGGCAC AAGTTGGTTCTGC GCTAC CC C CACCTCC C ATGTTTAC AAGT 

CGGACAGGAGCAGAAACACACCTACCTTCCCCTGGAGGTCTGTAACATTGTGGCAGGACAAA 

GATGTATTAAAAAATTAACGGACAATCAGACCTCAACCATGATCAGAGCAACTGCTAGGTCG 

GC GCCCGATC GGCAAGAAGAGATTAGC AAATTGATGCGAAGTGC AAGTTTCAACAC AGATCC 

ATACGTCCGTGAATTTGGAATCATGGTCAAAGATGAGATGACAGACGTGACTGGGCGGGTGC 

TGCAGCCGCCCTCCATCCTCTACGGGGGCAGGAATAAAGCTATTGCGACCCCTGTCCAGGGC 

GTCTGGGACATGCGGAACAAGCAGTTCCACACGGGCATCGAGATCAAGGTGTGGGCCATTGC 

GTGCTTCGCCCCCCAGCGCCAGTGCACGGAAGTCCATCTGAAGTCCTTCACAGAGCAGCTCA 

GAAAGATCTCGAGAGACGCTGGCATGCCCATCCAGGGCCAGCCGTGCTTCTGCAAATACGCG 

CAGGGGGCGGACAGCGTGGAGCCCATGTTCCGGCACCTGAAGAACACGTATGCGGGCCTGCA 

GCTGGTGGTGGTCATCCTGCCCGGCAAGACGCCCGTGTACGCCGAGGTCAAGCGCGTGGGAG 

ACACGGTGCTGGGGATGGCC ACGC AGTGCGTGC AGATGAAGAAC GTGCAGAGGAC C AC GCC A 

CAGACCCTGTCCAACCTTTGCCTGAAGATCAACGTCAAGCTGGGAGGCGTGAACAACATCCT 

GCTGCCCCAGGGCAGGCCGCCGGTGTTCCAGCAGCCCGTCATCTTTCTGGGAGCAGACGTCA 

CTCACCCCCCCGCCGGGGATGGGAAGAAGCCCTCCATTGCCGCCGTGGTGGGCAGCATGGAC 

GCCCACCCCAATCGCTACTGCGCCACCGTGCGCGTGCAGCAGCACCGGCAGGAGATCATACA 

AGACCTGGCCGCCATGGTCCGCGAGCTCCTCATCCAGTTCTACAAGTCCACGCGCTTCAAGC 

CCACCCGCATCATCTTCTACCGCGACGGTGTCTCTGAAGGCCAGTTCCAGCAGGTTCTCCAC 

CACGAGTTGCTGGCCATCCGTGAGGCCTGTATCAAGCTAGAAAAAGACTACCAGCCCGGGAT 

C ACCTTC ATC GTGGTGCAGAAGAGGC AC C ACAC C C GGCTCTTCTGC ACTGACAAGAAC GAGC 

GGGTTGGGAAAAGTGGAAACATTCCAGCAGGCACGACTGTGGACACGAAAATCACCCACCCC 

ACCGAGTTCGACTTCTACCTGTGTAGTCACGCTGGCATCCAGGGGACAAGCAGGCCTTCGCA 

CTATC ACGTCC TCTGGGACGACAATC GTTTCTCC TCTGATGAGCTGCAGATCC TAACC T AC C 

AGC TGTGTCACACCTACGTGCGCTGC ACAC GCTCCGTGTCCATCCC AGC GCC AGCATACTAC 

GCTCACCTGGTGGCCTTCCGGGCCAGGTACCACCTGGTGGATAAGGAACATGACAGTGCTGA 

AGGAAGCCATACCTCTGGGCAGAGTAACGGGCGAGACCACCAAGCACTGGCCAAGGCGGTCC 

AGGTTCACCAAGACACTCTGCGCACCATGTACTTTGCT 
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>eIF2C3, cDNA sequence of predicted ORF 

AGCCGGAGCCGGGTCCCTGTCCCCGGGCCGGGCGCCGCCGCCGCCCCCTGCCCAGCGCCCGC 

GTCTCCGCGGCGCCACCCCAGCGCCAATATTCCGGAGATCAAGCGTTACGCGGCGGCGGCGG 

CGGCGGCGGCGGGGCCCGGAGCGGGAGGCGCCGGGGACCGGGGCGAGGCGGCCCCCGCCGCC 

GCCATGGAGGCGCTGGGACCCGGACCTCCGGCTAGCCTGTTTCAGCCACCTCGTCGTCCTGG 

CCTTGGAACTGTTGGAAAACCAATTCGACTGTTAGCCAATCATTTTCAGGTTCAGATTCCTA 

AAATAGATGTGTATCACTATGATGTGGATATTAAGCCTGAAAAACGGCCTCGTAGAGTCAAC 

AGGGAGGTAGTAGATACAATGGTGC GGCAC TTC AAGATGCAAATATTTGGTGATCGGCAGCC 

TGGGTATGATGGCAAAAGAAAC ATGTACACAGCAC ATC C ACTAC CAATTGGACGGGATAGGG 

TTGATATGGAGGTGACTCTTCCAG^CGAGGGTAAAGACCAAACATTTAAAGTGTCTGTTCAG 

TGGGTGTCAGTTGTGAGCCTTCAGTTGCTTTTAGAAGCTTTGGCTGGGCACTTGAATGAAGT 

C CCAGATGAC TC AGTACAAGCACTTGATGTTATCACAAGACACCTTCCCTCC ATGAGGTACA 

CCCCAGTGGGCCGTTCCTTTTTCTCACCCCCGGAAGGTTACTACCACCCTCTGGGAGGGGGC 

AGGGAGGTCTGGTTTGGTTTTCATCAGTCTGTGAGACCTGCCATGTGGAATATGATGCTCAA 

CATTGATGTATCTGCAACTGCTTTCTACCGGGCTCAGCCTATCATTGAGTTCATGTGTGAGG 

TTTTAGACATTC AGAAC ATC AATGAAC AGACCAAACCTCTAAC AGACTC CC AGC GTGTCAAA 

TTTACCAAAGAAATCAGAGGTCTCAAAGTTGAGGTGACCCACTGTGGACAGATGAAACGAAA 

ATACCGAGTTTGTAATGTGACTAGACGGCCAGCCAGTCATCAAACTTTTCCTTTGCAGCTAG 

AAAACGGTCAAGCTATGGAATGTACAGTAGCTCAATATTTTAAGCAAAAGTATAGTCTGCAA 

CTGAAATACCCCCATCTTCCCTGTCTCCAAGTGGGACAAGAACAAAAGCATACATACTTGCC 

ACTCGAGGTCTGTAATATAGTGGCAGGACAGCGATGTATCAAGAAGCTCACAGACAATCAGA 

CTTCCACAATGATCAAAGCTACAGCAAGATCTGCTCCTGACAGACAGGAAGAGATGAGTAGA 

C TGGTGAAGAGC AACAGTATGGTGGGTGGAC CTGATC CATAGCTTAAAGAATTTGGTATTGT 

TGTCCACAATGAAATGACAGAGCTCACAGGCAGGGTACTTCCAGCACCAATGCTGCAATATG 

GAGGCCGGAATAAAACAGTAGCCACACCCAACCAGGGTGTCTGGGACATGCGAGGAAAGCAG 

TTTTATGCTGGCATTGAAATTAAAGTTTGGGCAGTTGCTTGTTTTGCACCTCAGAAACAATG 

TAGGGAAGATTTACTAAAGAGTTTCACTGACCAGCTGCGTAAAATCTCTAAGGATGCAGGAA 

TGCCCATCCAGGGTCAGCCATGTTTCTGCAAGTATGCACAAGGTGCAGACAGTGTGGAGCCT 

ATGTTTAAACATCTGAAAATGACTTATGTGGGCCTACAGCTAATAGTGGTTATCCTGCCTGG 

AAAGACACCAGTATATGGGGAGGTGAAACGTGTTGGAGATACCCTTCTAGGTATGGCCACAC 

AGTGTGTCCAGGTAAAAAATGTAGTGAAGACCTCACCTCAAACCCTTTCCAATCTTTGCCTG 

AAGATAAATGCAAAACTTGGAGGAATTAACAATGTGCTTGTGCCTCATCAAAGGCCCTCGGT 

GTTCCAGCAGCCTGTCATCTTCCTGGGAGCGGATGTCACACACCCCCCAGCAGGGGATGGGA 

AGAAACCTTCCATTGCTGCTGTGGTTGGCAGTATGGATGGCCACCCCAGCCGGTACTGTGCC 

ACCGTTCGGGTGCAGACTTCCCGGCAGGAGATCTCCCAAGAGCTCCTCTACAGTCAAGAGGT 

CATCCAGGACCTGACTAACATGGTTCGAGAGCTGCTGATTCAGTTCTACAAATCCACACGCT 

TCAAAC CCAC TCGGATCATC TATTACC GTGGAGGGGTATGTGAGGGACAAATGAAAC AGGTA 

GCTTGGCCAGAACTAATAGC AATTCGAAAG GCATGTATTAGCTTGGAAGAAGATTACC GGCC 

AGGAATAACTTATATTGTGGTGCAAAAAAGACATCACACACGACTCTTCTGTGCAGATAAAA 

CAGAAAGGGTAGGGAAAAGTGGCAATGTACCAGCAGGCACTACAGTGGATAGTACCATCACA 

CATCC ATCTGAGTTTGAC TTTTACC TCTGTAGTCATGCAGGAATTCAGGGAAC CAGCC GTC C 

CTCACATTACCAGGTCTTGTGGGATGACAACTGCTTCACTGCAGATGAACTCCAGCTACTGA 

CTTACCAGCTGTGTCACACCTATGTGAGGTGCACTCGCTCAGTCTCTATTCCAGCCCCTGCA 

TATTATGCCCGGCTTGTAGCATTTAGGGCAAGGTATCATCTGGTGGATAAAGATCATGACAG 

TGCGGAAGGCAGTCATGTGTCAGGACAGAGCAACGGCCGGGATCCTCAGGCCTTGGCTAAGG 

C TGTGCAAATC C AC CATGATACCCAGC ACACGATGTATTTTGC C 
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>eIF2C4, cDNA sequence of predicted ORF 

GCAGGACCCGCTGGGGCCCAGCCCCTACTCATGGTGCCCAGAAGACCTGGCTATGGCACCAT 

GGGCAAACC CATTAAACTGCTGGCTAACTGTTTTCAAGTTGAAATC CCAAAGATTGATGTC T 

AC CTC TATGAGGTAGATATTAAAC C AGACAAGTGTC C TAGGAGAGTGAAC AGGGAGGTGGTT 

GACTCAATGGTTCAGCATTTTAAAGTAACTATATTTGGAGACCGTAGACCAGTTTATGATGG 

AAAAAGAAGTC TTTACACC GCCAATCC ACTTCCTGTGGC AACTAC AGGGGTAG ATTTAGAC G 

TTACTTTACCTGGGGAAGGTGGAAAAGATCGACCTTTCAAGGTGTCAATCAAATTTGTCTCT 

C GGGTGAGTTGGC AC CTAC TGCATGAAGTACTGACAGGACGGAC CTTGC CTGAGC CAC TGGA 

ATTAGACAAGCCAATCAGCACTAACCCTGTCCATGCCGTTGATGTGGTGCTACGACATCTGC 

CCTCCATGAAATACACACCTGTGGGGCGTTCATTTTTCTCCGCTCCAGAAGGATATGACCAC 

CCTCTGGGAGGGGGCAGGGAAGTGTGGTTTGGATTCCATCAGTCTGTTCGGCCTGCCATGTG 

GAAAATGATGC TTAATATCGATGTTTCTGC CACTGCCTTCTACAAAGC ACAAC CTGTAATTC 

AGTTCATGTGTGAAGTTCTTGATATTCATAATATTGATGAGCAACCAAGACCTCTGACTGAT 

TCTC ATC GGGTAAAATTC AC CAAAG AGATAAAAGGTTTGAAGGTTGAAGTGACTC ATTGTGG 

AAC AATGAGAC GGAAATAC C GTGTTTGTAATGTAACAAGGAGGC CTGCC AGTCATCAAACCT 

TTC CTTTAC AGTTAGAAAAC GGCCAAAC TGTGGAGAGAAC AGTAGCGCAGTATTTCAGAGAA 

AAGTATACTCTTCAGCTGAAGTACCCGCACCTTCCCTGTCTGCAAGTCGGGCAGGAACAGAA 

AC ACACCTAC C TGCC ACTAGAAGTC TGTAATATTGTGGC AGGGC AAC GATGTATCAAG AAGC 

TAAC AGAC AATC AG AC TTC C ACTATGATC AAGGC AAC AGC AAGATCTGC AC CAGATAGACAA 

GAGGAAATTAGCAGATTGGTAAGAAGTGCAAATTATGAAACAGATCCATTTGTTCAGGAGTT 

TCAATTTAAAGTTCGGGATGAAATGGCTCATGTAACTGGACGCGTACTTCCAGCACCTATGC 

TCCAGTATGGAGGACGGAATCGGACAGTAGCAACACCGAGCCATGGAGTATGGGACATGCGA 

GGGAAACAATTCCACACAGGAGTTGAAATCAAAATGTGGGCTATCGCTTGTTTTGCCACACA 

GAGGC AGTGCAGAGAAGAAATATTGAAGGGTTTC AC AGAC C AGC TGC GTAAGATTTCT AAGG 

ATGCAGGGATGCCC ATCCAGGGCCAGCC ATGCTTC TGC AAATATGCACAGGGGGC AGACAGC 

GTAGAGCCCATGTTCCGGCATCTCAAGAACACATATTCTGGCCTACAGCTTATTATCGTCAT 

C CTGC C GGGGAAGAC ACCAGTGTATGC GGAAGTGAAACGTGTAGGAGAC ACAC TTTTGGGTA 

TGGCTACACAATGTGTTCAAGTCAAGAATGTAATAAAAACATCTCCTCAAACTCTGTCAAAC 

TTGTGC CTAAAGAT AAATGTTAAAC TC GGAGGGATCAATAATATTCTTGTAC C TCATC AAAG 

ACCTTCTGTGTTCCAGCAACCAGTGATCTTTTTGGGAGCCGATGTCACTCATCCACCTGCTG 

GTGATGGAAAG AAGCC TTC TATTGC TGC TGTTGTAGGTAGTATGGATGC AC AC CCAAGC AGA 

TACTGTGC CAC AGTAAGAGTTC AGAGACC C CGACAGGAGATCATCCAGGACTTGGCCTCC AT 

GGTCCGGGAACTTCTTATTCAATTTTATAAGTCAACTCGGTTCAAGCCTACTCGTATCATCT 

TTTATC GGGATGGTGTTTCAGAGGGGC AGTTTAGGC AGGTATTATATTATGAAC TACT AGCA 

ATTCGAGAAGC C TGC ATCAGTTTGGAGAAAGACTATC AAC CTGGAATAACCTAC ATTGTAGT 

TCAGAAGAGACATCACACTCGATTATTTTGTGCTGATAGGACAGAAAGGGTTGGAAGAAGTG 

GCAATATCCCAGCTGGAACAACAGTTGATACAGACATTACACACCCATATGAGTTCGATTTT 

TACCTCTGTAGCCATGCTGGAATACAGGGTACCAGTCGTCCTTCACACTATCATGTTTTATG 

GGATGATAACTGCTTTACTGCAGATGAACTTCAGCTGCTAACTTACCAGCTCTGCCACACTT 

ACGTACGCTGTACACGATCTGTTTCTATACCTGCACCAGCGTATTATGCTCACCTGGTAGCA 

TTTAGAGCCAGATATCATCTTGTGGACAAAGAACATGACAGTGCTGAAGGAAGTCACGTTTC 

AGGACAAAGCAATGGGCGAGATCCACAAGCTCTTGCCAAGGCTGTACAGATTCACCAAGATA 

CCTTACGCACAATGTACTTCGCTTAA 
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>HILI, cDNA sequence of predicted ORF 

ATATCTTCTGGTGATGCTGGAAGTACCTTCATGGAAAGAGGTGTGAAAAACAAACAGGACTT 

TATGGATTTGAGTATCTGTACCAGAGAAAAATTGGCACATGTGAGAAATTGTAAAACAGGTT 

C CAGTGGAATACCTGTGAAACTGGTTAC AAACCTCTTTAAC TTAGATTTTC C C CAAGACTGG 

CAGCTATACCAGTACCATGTGACATATATTCCAGATTTAGCATCTAGAAGGCTGAGAATTGC 

TTTAC TTTATAGTCAT AGTGAAC TTTC C AAC AAAGCAAAAGCATTC GAC GGTGCCATCCTTT 

TTCTGTCACAAAAGCTAGAAGAAAAGGTCACAGAGTTGTCAAGTGAAACTCAAAGAGGTGAG 

ACTATAAAGATGACTATCACCCTGAAGAGGGAGCTGCCATCAAGTTCTCCCGTGTGCATCCA 

GGTC TTCAATATC ATC TTCAGAAAGATC CTC AAAAAGTTGTCCATGTACCAAATTGGACGGA 

ACTTCTATAATCCTTCAGAGCCAATGGAAATTCCCCAGCACAAATTATCCCTTTGGCCTGGG 

TTTGCCATTTCTGTGTCATATTTTGAAAGGAAGCTCCTGTTTAGTGCTGATGTGAGTTACAA 

AGTCCTCCGGAATGAGACGGTTCTGGAATTCATGACTGCTCTCTGTCAAAGAACTGGCTTGT 

C CTGTTTCACC CAGACGTGTGAGAAGC AGC TAATAGGGC TCATTGTCCTTACAAGATACAAT 

AACAGAACCTACTCCATTGATGACATTGACTGGTCAGTGAAGCCCACACACACCTTTCAGAA 

GC GGG ATGGC ACCGAG ATCAC CTATGTGGATTACTACAAGC AGC AGTATGATATTACTGTAT 

CGGACCTGAATCAGCCCATGCTTGTTAGTCTGTTAAAGAAGAAGAGAAATGACAACAGTGAG 

GCTCAGCTCGCCCACCTGATACCTGAGCTCTGCTTTCTAACAGGGCTGACTGACCAGGCAAC 

ATCTGATTTCCAGCTGATGAAGGCTGTGGCTGAAAAGACACGTCTCAGTCCTTCAGGCCGGC 

AGCAGC GCCTGGC C AGGCTTGTGGACAAC ATC CAGAGGAATACCAATGC TCGCTTTGAACTA 

G AGACC TGGGGACTGC ATTTTGGAAGC C AG ATATC TCTGACTGGC C GGATTGTGCCTTC AGA 

AAAAATATTAATGCAAGACCACATATGTCAACCTGTGTCTGCTGCTGACTGGTCCAAGGATA 

TTCGAACTTGCAAGATTTTAAATGCACAGTCTTTGAATACCTGGTTGATTTTATGTAGCGAC 

AGAACTGAATATGTTGCCGAGAGCTTTCTGAACTGCTTGAGAAGAGTTGCAGGTTCCATGGG 

ATTTAATGTAATGTGCATTCTGCCTTCTAATCAGAAGACCTA^TATGATTCCATTAAAAAAT 

ATTTGAGCTCAGACTGCCCAGTCCCAAGCCAATGTGTGCTTGCTCGGACCTTGAATAAACAG 

GGCATGATGATGAGTATCGC CAC C AAGATC GCTATGC AGATGACTTGC AAGCTC GGAGGCGA 

GCTGTGGGCTGTGGAAATACCTTTAAAGTCCCTGATGGTGGTCGGTATTGATGTCTGTAAAG 

ATGCACTCAGCAAGGACGTGATGGTTGTTGGATGCGTGGCCAGTGTTAACCCCAGAATCACC 

AGGTGGTTTTCCCGCTGTATCCTTCAGAGAACAATGACTGATGTTGCAGATTGCTTGAAAGT 

TTTCATGACTGGAGCACTCAACAAATGGTACAAGTACAATCATGATTTGCCAGCACGGATAA 

TTGTGTACCGTGCTGGTGTAGGGGATGGTCAGCTGAAAACACTTATTGAATATGAAGTCCCA 

CAGCTGCTGAGCAGTGTGGCAGAATCCAGCTCAAATACCAGCTCAAGACTGTCGGTGATTGT 

GGTCAGGAAGAAGTGC ATGC C ACGATTC TTTACCGAAATGAACC GCACTGTAC AGAAC CC CC 

CACTTGGCACTGTTGTGGATTCAGAAGCAACACGTAACGAATGGCAGTATGACTTTTATCTG 

ATCAGCCAGGTGGCCTGCCGGGGAACTGTTAGTCCTACCTACTATAATGTCATCTATGATGA 

C AACGGC TTGAAGC CC GACC ATATGCAGAGACTTAC ATTCAAATTGTGC CACCTGTACTACA 

ACTGGCCGGGCATAGTCAGTGTCCCAGCACCATGTCAGTATGCTCACAAGCTGACCTTTCTG 

GTGGCACAAAGCATTCATAAAGAACCCAGTCTGGAATTAGCCAACCATCTCTTCTACCTG 
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>HIWI, cDNA sequence of predicted ORF 

ATGACTGGGAGAGCCCGAGC C AGAGC C AGAGGAAGGGCCCGC GGTCAGGAGAC AGCGCAGCT 

GGTGGGCTCCACTGCCAGTCAGCAACCTGGTTATATTCAGCCTAGGCCTCAGCCGCCACCAG 

CAGAGGGGGAATTATTTGGC CGTGGAC GGC AGAGAGGAACAGCAGGAGGAAC AGC CAAGTC A 

CAAGGACTCCAGATATCTGCTGGATTTCAGGAGTTATCGTTAGCAGAGAGAGGAGGTCGTCG 

TAGAGATTTTCATGATCTTGGTGTGAATACAAGGCAGAACCTAGACCATGTTAAAGAATCAA 

AAACAGGTTCTTCAGGCATTATAGTAAGGTTAAGCACTAACCATTTCCGGCTGACATCCCGT 

C CCCAGTGGGCCTTATATCAGTATC AC ATTGACTATAAC CCACTGATGGAAGC C AGAAGACT 

CCGTTCAGCTCTTCTTTTTCAACACGAAGATCTAATTGGAAAGTGCCATGCTTTTGATGGAA 

CGATATTATTTTTACCTAAAAGAC TAC AGC AAAAGGTTACTGAAGTTTTTAGT AAGAC CC GG 

AATGGAGAGGATGTGAGGATAACGATCACTTTAACAAATGAACTTCCACCTACATCACCAAC 

TTGTTTGCAGTTCTATAATATTATTTTCAGGAGGCTTTTGAAAATCATGAATTTGCAACAAA 

TTGGAC GAAATTATTATAAC CCAAATGAC CCAATTGATATTCCAAGTCACAGGTTGGTGATT 

TGGCCTGGCTTCACTACTTCCATCCTTCAGTATGAAAACAGCATCATGCTCTGCACTGACGT 

TAGCCATAAAGTCCTTCGAAGTGAGACTGTTTTGGATTTCATGTTCAACTTTTATCATCAGA 

CAGAAGAACATAAATTTCAAGAACAAGTTTCCAAAGAACTAATAGGTTTAGTTGTTCTTACC 

AAGTATAAC AAT AAGAC AT ACAGAGTGGATGATATTGACTGGGAC CAGAATCC C AAGAGCAC 

C TTTAAGAAAGCC GAC GGCTCTGAAGTC AGCTTCTTAGAATACTACAGGAAGC AATACAAC C 

AAGAGATC AC CGAC TTGAAGCAGC CTGTCTTGGTC AGCCAGC CC AAGAGAAGGC GGGGC C C T / 

GGGGGGACACTGCCAGGGCCTGCCATGCTCATTCCTGAGCTCTGCTATCTTACAGGTCTAAC^ 

TGATAAAATGC GTAATGATTTTAAC GTGATGAAAGAC TTAGCCGTTC ATACAAGACTAACTC 

CAGAGC AAAGGCAGCGTGAAGTGGGAC GACTC ATTGATTACATTC ATAAAAAC GATAATGTT 

CAAAGGGAGCTTCGAGACTGGGGTTTGAGCTTTGATTCCAACTTACTGTCCTTCTCAGGAAG 

AATTTTGC AAACAGAAAAGATTC AC CAAGGTGGAAAAAC ATTTGATTAC AATC CACAATTTG 

CAGATTGGTCCAAAGAAACAAGAGGTGCACCATTAATTAGTGTTAAGCCACTAGATAACTGG 

C TGTTGATC TATAC GC GAAGAAATTATGAAGC AGC CAATTCATTGATAC AAAATCTATTTAA 

AGTTACACCAGCCATGGGCATGCAAATGAGAAAAGCAATAATGATTGAAGTGGATGACAGAA 

CTGAAGCCTACTTAAGAGTCTTACAGCAAAAGGTCACAGCAGACACCCAGATAGTTGTCTGT 

C TGTTGTCAAGTAATC GGAAGGAC AAATAC GATGC TATTAAAAAATACCTGTGTAC AGATTG 

CCCTACCCCAAGTCAGTGTGTGGTGGCCCGAACCTTAGGCAAACAGCAAACTGTCATGGCCA 

TTGC TAC AAAGATTGC CCTACAGATGAACTGCAAG ATGGGAGGAGAGCTCTGGAGGGTGGAC 

ATCCCCCTGAAGCTCGTGATGATCGTTGGCATCGATTGTTACCATGACATGACAGCTGGGCG 

GAGGTCAATCGCAGGATTTGTTGCCAGCATCAATGAAGGGATGACCCGCTGGTTCTCACGCT 

GCATATTTCAGGATAGAGGACAGGAGCTGGTAGATGGGCTCAAAGTCTGCCTGCAAGCGGCT 

CTGAGGGCTTGGAATAGCTGCAATGAGTACATGCCCAGCCGGATCATCGTGTACCGCGATGG 

CGTAGGAGACGGCCAGCTGAAAACACTGGTGAACTACGAAGTGCCACAGTTTTTGGATTGTC 

TAAAATCCATTGGTAGAGGTTACAACCCTAGACTAACGGTAATTGTGGTGAAGAAAAGAGTG 

AACACCAGATTTTTTGCTCAGTCTGGAGGAAGACTTCAGAATCCACTTCCTGGAACAGTTAT 

TGATGTAGAGGTTACCAGACCAGAATGGTATGACTTTTTTATCGTGAGCCAGGCTGTGAGAA 

GTGGTAGTGTTTCTCCCACACATTACAATGTCATCTATGACAACAGCGGCCTGAAGCCAGAC 

CACATACAGCGCTTGACCTACAAGCTGTGCCACATCTATTACAACTGGCCAGGTGTCATTCG 

TGTTCCTGCTCCTTGCCAGTACGCCCACAAGCTGGCTTTTCTTGTTGGCCAGAGTATTCACA 

GAGAGC CAAATCTGTCACTGTCAAACCGCC TTTAC TACC TC 
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Gene 
name 


1 st primer- pair 
(5'-3') 


2 nd primer pair 
(5'-3') 


Expected 
(bp) 


eIF2Cl 


GAGGTCTGTAACATTGTGGC * 
CGGTAGAAGATGATGCGGGT 


GAGGTCTGTAACATTGTGGC * 
AAGTTC TTGAGC AC C TC TTC TC GA 


287 


GAGGTCTGTAACATTGTGGC 
CGGTAGAAGATGATGCGGGT 


CCACACCAGCGCTCTGCC 
CTCACGCAC CATGTAGGA 


207 


eiF2C2 


GAGGTCTGTAACATTGTGGC 
CGGTAGAAGATGATGCGGGT 


ATC C TGC TGC C C C AAGGG 
GATCTCCTGCCGGTGCTG 


186 


GAGGTCTGTAACATTGTGGC * 
CGGTAGAAGATGATGCGGGT 


GAGGTCTGTAACATTGTGGC * 
GATCTCCTGCCGGTGCTG 


891 


eIF2C3 


AGAGCAACAGTATGGTGGGTGGAC 
TGGATGTGTGATGGTACT * 


C C TC TAC AGTC AAGAGGT 
TGGATGTGTGATGGTACT * 


334 


CACTTGAATGAAGTCCCA 

TC C TGGATGAC C TC TTGAC TGTAG * 


AGAGCAACAGTATGGTGGGTGGAC 
TC C TGGATGAC C TC TTGACTGTAG * 


808 


eIF2C4 


TCCGGCATCTCAAGAACACATATTCT 
GAACTCATATGGGTGTGTAATGTCTG * 


ATCCAGGACTTGGCCTCC 
GAACTCATATGGGTGTGTAATGTCTG* 


324 


HILI 


CAGC AC AAATTATC C CTT * 

C GGC CTGAAGGAC TGAGAC GTGT 


CAGCACAAATTATCCCTT * 
GTGTGTGGGC TTC ACTGA 


264 


TCTCTGTCAAAGAACTGGCTTGTCCT* 
CTGTACAGTGCGGTTCAT 


TCTCTGTCAAAGAACTGGCTTGTCCT * 
C GGC C TGAAGGACTGAGACGTGT 


393 



* primers used in both reactions (semi -nested PCR) 
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